Staphylococcus pseudintermedius HKU10-03, sequence accession CP002439 [119] Streptococcus parauberis KCTC11537BP, sequence accession CP002471 [120] Streptococcus suis JS14, sequence accession CP002465 [121] Streptococcus thermophilus ND03, sequence accession CP002340 [122] Turicibacter sanguinis PC909, sequence accession ADMN00000000 [123] Weissella cibaria KACC 11862, sequence accession AEKT01000000 [124] 
Phylum Tenericutes
Mycoplasma alligatoris A21JP2T, sequence accession NZ_ADNC01000000 [125] Mycoplasma crocodyli MP145T, sequence accession CP001991 [125] Mycoplasma bovis PG45 (ATCC 25523), sequence accession CP002188 [126] Mycoplasma haemofelis, sequence accession FR773153 [127] Mycoplasma haemofelis Ohio2, sequence accession AEVA00000000 [128] Mycoplasma suis Illinois, sequence accession ADWK01000001 [128] Mycoplasma suis KI3806, sequence accession FQ790233 [129] Phylum Actinobacteria Bifidobacterium bifidum S17, sequence accession CP002220 [130] Bifidobacterium longum subsp. longum BBMN68, sequence accession CP002286 [131] Corynebacterium pseudotuberculosis I19, sequence accession CP002251 [132] Janibacter sp. HTCC2649, sequence accession AAMN00000000 [133] Microbacterium testaceum StLB037, sequence accession AP012052 [134] Mycobacterium bovis BCG, sequence accession later [135] Nocardioides sp. JS614, sequence accession CP000509, CP000508 [136] Saccharopolyspora spinosa NRRL 18395, sequence accession AEYC00000000 [137] Streptomyces griseoaurantiacus, sequence accession AEYX01000000 [138] Streptomyces griseus XyelbKG-1, sequence accession ADFC00000000 [139] Streptomyces sp. PP-C42, sequence accession AEWS01000000 [140] Verrucosispora maris AB-18-032, sequence accession CP002638, CP002639 [141] Phylum Chlamydiae Chlamydia pecorum E58, sequence accession CP002608 [142] Chlamydia psittaci 6BC, sequence accession CP002586 (chromosome), CP002587 (plasmid) [143] Chlamydia psittaci Cal10, sequence accession AEZD00000000 [143] Chlamydophila psittaci RD1, sequence accession FQ482149 (chromosome) FQ482150 (plasmid) [144] Standards in Genomic Sciences
Treponema paraluiscuniculi Cuniculi A, sequence accession CP002103 [146] Phylum Fibrobacteres Fibrobacter succinogenes S85 S85, sequence accession CP001792 [147] Phylum Bacteroidetes Algoriphagus sp. PR1, sequence accession AAXU01000000 [148] Bacteroides vulgatus PC510, sequence accession ADKO01000000 [149] Kordia algicida OT-1, sequence accession ABIB00000000 [150] Maribacter sp. HTCC2170, sequence accession CP002157 [151] Riemerella anatipestifer RA-GD, sequence accession CP002562 [152] Riemerella anatipestifer RA-YM, sequence accession AENH00000000 [153] Phylum Verrucomicrobia Akkermansia muciniphila ATCC BAA-835, sequence accession NC_010655 [154] Opitutus terrae PB90-1, sequence accession CP001032 [155] "Chthoniobacter flavus" Ellin428, sequence accession ABVL00000000 [156] "Pedosphaera parvula" Ellin514, sequence accession ABOX00000000 [157] Phylum Lentisphaerae Victivallis vadensis ATCC BAA-548, sequence accession ABDE02000001-ABDE02000027 [158] 
